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AMENDMENTS TO THE CLAIMS 
This listing of claims will replace all prior versions, and listings, of claims in the application: 

Listing of Claims : 

] . (Currently amended) A composition comprising a protein in cry stalline form wherein at least a portion 

efthe protein has at least 9 0'., i J e ntilv vsith coii^sis oljcsniuc^ 24 :<■): »!" SE9; IE) No= I - SEP ID NO: 1. 

and whe rein the protciii cr\ >Vdl has a crv-ital lattice in a P?. ; space group and unit ce il dimensions. +/- 5%. 
of a=56.4 A. b=l 52.5 A. C--73.8 A. a =90.0°. p =-92.2°. and y ==90.0^ 

2-3. (Cancelled) 

4. (Original) A composition according to claim 1 wherein the protein crystal diffracts X-rays for a 
determination of structure coordinates to a resolution greater than 3.0 Angstroms. 

5-8 (Cancelled) 

9. (Withdrawn - currently amended) A composition comprising a protein in crystalline form wherein at 
l east Q portion of the protein has at least 9Q% id e ntity with consists of residues 24-258 of SEQ. ID No. 1 

SEQ ID NO: ! . and wherein the protein crystal has a crystal lattice in a P3j^21 spac e group and u nit cell 
dimensions. +/- 5%. of a==86.2 A. b^86.2 A. c^ 146.7 A. a ==90.Q°. p ^ 90.0°, and y =120°. 

10-! I. (Cancelled) 

12. (Withdrawn) A composition according to claim 9 wherein the protein ctysta! diffracts X-rays for a 
determination of structure coordinates to a resolution greater than 3.0 Angstroms. 

13-1 6, (Cancelled) 

17. (Withdrawn - currently amended) A composition comprising a protein in crystalline form wherein a* 
least-a-pertiefHef the protein has-at-4east-9^j%4d^ ity with consists of residues 24-267 of S{iQr4D-N0r4- 
SEQ !D NO: 1 , and wherein the protein cr v'Stal has a cry stal lattice in a P4 , 2 ! 2 space group and unit celi 
dimensions, +/- 5%. of a= 1 1 4 A, b=ll 4 A. c= 1 57 A. a =90°. p =--90°. and y ^90° . 



18-19. (Cancelled) 
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20. (Withdrawn) A composition according to claim 1 7 wherein the protein crystal diffracts X-rays for a 
determination of structure coordinates to a resolution greater than 3.0 Angstroms. 

21-24, (Cancelled) 

25. (Currently amended) A method for forming a crystal of a protein comprising: 

forming a crystallization volume comprising[[:]] a precipitant solution and a protein 
wh efeift- t he proto i n has at lea s t-9 e %4d e mity with consists of residues 24-292 of SEQ. ID No. 1 SEQ ID 
N0:1. and wherein the protein crystal has a crystal lattice in a P2 i^ space group and unit cell dimensions, 
-^/- 5%, of a'=5 6 .4 A. b-1 52.5 A. c=73.8 A. a ^0.0°. p =92.2°. and y =90.0° : and 

storing the crystallization volume under conditions suitable for crystal formation of the 

protein. 

26-27. (Cancelled) 

28. (Original) A method according to claim 25 wherein the protein diffracts X-rays for a determination of 
structure coordinates to a resolution greater than 3.0 Angstroms. 

29-31. (Cancelled) 

32. (Original) A method according to claim 25, the method further comprising diffracting the protein 
crystal to produce a diffraction pattern and solving the structure of the protein from the diffraction pattern. 

33. (Withdrawn - currently amended) A method for forming a ci-ystal of a protein comprising: 

forming a crystallization volume comprising[[:]] a precipitant solution and a protein 
wherein the protein has at l east 90% idontit y-with consists of residues 24-258 of S l iQ: - - lE) -No - . - 4 SEQJD 
NO: K and wherein the protein crystal has a cr>'stal lattice in a P3 |21 space group and unit cell 
dimensions. +/- 5%. of a=86.2 A. 6=^86.2 A. c^l46 .7 A. a =90.0". p -90.0°. and y ^120= : and 

storing the crystallization volume under conditions suitable for crystal formation of the 

protein. 

34- 35. (Cancelled) 
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36. (Withdrawn) A method according to claim 33 wherein the protein diffracts X-rays for a determination 
of structure coordittates to a resolution greater than 3,0 Angstroms. 

37- 39. (Cancelled) 

40. (Withdrawn) A method according to claim 33, the method further comprising diffracting the protein 
crystal to produce a diffraction pattern and solving the structure of the protein from the diffraction pattern. 

41 , (Withdrawn - currently amended) A method for forming a crystal of a protein comprising: 

forming a crystallization volume comprising[[:]] a precipitant solution and a protein 
wherein the protein has at l o oGt 90% y et rt i ty w ^t ^ consists of residues 24-267 of SEOr tD Ne T 4 SEQ ID 
NO: 1, and wherein the protein crystal has a crystal lattice in a P4 i2i2 space group a nd unit ceil 
dimensions. +/- 5%. of a=l 14 A. b==! 14 A. c=l 57 A. a -=90°. p ^ ^90". and y =90°: and 



protein. 

42- 43. (Cancelled) 

44. (Withdrawn) A method according to claim 41 wherein the protein diffracts X-rays for a determination 
of structure coordinates to a resolution greater than 3.0 An^troms. 

45-47. (Cancelled) 

48. (Withdrawn) A method according to claim 41 , the method further comprising diffracting the protein 
crystal to produce a diffraction pattern and solving the structure of the protein from the diffraction pattern. 



49, (Currently amended) A composition comprising an iso l ated protein consisting of residues 24-292 of 

Sfi0.4P->k>.-l- SE Q ID NO: 1 . 



storing the crystallization volume under conditions suitable for crystal formation of the 




according to claim 49 wherein the protein is expressed 
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5 ] . (Withdrawn - currently amended) A eempe & ilien - eempr lslftg-aft-^selated protein consisting of 
residues 24-258 ofS EQ. IDNo. I SEP ID NO: 1 . 

52. (Withdrawn - currently amended) A protein compos 4ti&ft according to cfaim 51 wherein the protein is 
expressed from a nucleic acid moiecuie that comprises SEQ. ID No. 3 SEQ ID NQ:3 . 

53. (Withdrawn - currently amended) A composition comprising an i aolatod protein consisting of 
residues 24-267 of SEQ. ID No. 1 SEP ID NO:l . 

54. (Withdrawn - currently amended) A protein e e mpmki<m according to claim 53 wherein the protein is 
expressed firom a nucleic acid moiecuie that comprises S EQ r4 D Ne r-4 SEQ ID N0:4. 

55. (Currently amended) A e e mp e sit i on -e ompfising an isolat e d protein consisting of SEQ. ID No. 5 SEQ 
ID N0:5. 

56. (Withdrawn) A compositieii wmpri s ift g protein consisting of SEQ - .-tD4> j o-6 SEQ ID 

NQi6. 

57. (Withdrawn - currently amended) A composition co m p ris ing an isolated protein consisting of SEQ: 
ID No. 7 SEQ ID N0:7 . 

58. (Withdrawn -- currently atnended) A method of identifying an entity that associates with a protein 

comprising: 

taking structure coordinates from diffraction data obtained from a crystal of a protein that has - a t 
teast-90%- idcntity ^^ consjstsof residues 24^292 of SEQ. ID No. 1 SEP ID NO:l. and wherein the 
protein crys tal has a crystal lat tice in a P2 j space group and unit cell dimensions. +/- 5%. of a=S6.4 A. 
b= 152.5 A. c-73.8 A. g -90.0°. p -92.2°. and y =90.0° ; and 

performing rational drug design using a three dimensional structure that is based on the 
obtained structure coordinates. 

59-60. (Cancelled) 
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61 . (Withdrawn) A method according to clajm 58, the method further coniprisitig selecting one or more 
entities based on the rational drug design and contacting the selected entities with the protein. 

62. (Withdrawn) A method according to claim 58, the method further comprising measuring an activity of 

the protein when contacted with the one or more entities. 

63. (Withdrawn) A method according to claim 58, the method further comprising comparing activity of 
the protein in the presence of and in the absence of the one or more entities; and selecting entities where 
activity of the protein changes defxinding upon whether a particular entity is present. 

64. (Withdrawn) A method according to claim 58, the method further comprising contacting cells 
expressing the protein with the one or more entities and detecting a change in a phenotype of the cells 
when a particular entity is present. 

65. (Withdrawn ~ currently amended) A method of identifying an entity that ^sociates with a protein 
comprising: 

taking structure coordinates from diffraction data obtained from a crystal of a protein t h at - ha s a t 
least 90% identity with consists of residues 24-258 of SEQ. ID No. 1 SEP ID NO: 1. and wherein the 
protein crystal has a crystai l attice in a P3 | 21 space group and un it cell dimensions, +/- 5%, of a~86.2 A, 
b=86.2 A. c= 146.7 A. a --90.0°. p =90.0". and y ==120° : and 

performing rational drug design using a three dimensional structure that is based on the 
obtained structure coordinates. 

66-67. (Withdrawn) 

68. (Withdrawn) A method according to claim 65, the method further comprising .selecting one or more 
entities based on the rational drug design and contacting the selected entities with the protein. 

69. (Withdrawn) A method according to claim 65, the method further comprising measuring an activity of 
the protein when contacted with the <Mie or more entities. 
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70, (Withdrawn) A method according to claim 65, the method further comprising comparing activity of 
the protein in the presence of and in the absence of the one or more entities; and selecting entities where 
activity of the protein changes depending upon whether a particular entit>' is present. 

71, (Withdrawn) A method according to claim 65, the method further comprising contacting celis 
expressing the protein with the one or more entities and detecting a change in a phenotj'pe of the cells 
when a particular entity is present. 

72, (Withdrawn - currently amended) A method of identiiying an entity that associates with a protein 
comprising: 

taking structure coordinates from diffraction data obtained from a crystal of a protein that has at 
least 90^ 0 id e ntity wit h consists of residues 24-267 of SEQ. ID No. 1 SEQ ID NO: 1, and wherein the 
protein crystal has a crystal lattice in a P4 |2i2 space group and unit cell dimensions, +A 5%, of a=l 14 A, 
tF=n4 A. c-157 A. g ==90°. |3 =90°. and y -90° : and 

performing rational drug design using a three dimensional structure that is based on the 
obtained structure coordinates. 

73-74. (Cancelled) 

75. (Withdrawn) A method according to claim 72, the method further comprising selecting one or more 
entities based on the rational drug design and contacting the selected entities with the protein. 

76. (Withdrawn) A method according to claim 72, the method further comprising measuring an activity of 
the protein when contacted with the one or more entities. 

77. (Withdrawn) A method according to claim 72, the method further comprising comparing activity of 

the protein in the presence of and in the absence of the one or more entities; and selecting entities where 
activity of the protein changes depending upon whether a particular entity is present. 
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78. (Withdrawn) A method according to claim 72, the method further comprising contacting cells 
expressing the protein with the one or more entities and detecting a change in a phenotv'pe of the cells 
when a particular entity is present. 



